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Sequences producing significant alignments: 



ai 1 6912284 I ref j NP„.036245 . 1 1 
gi I 22760422 1 dbj 1 BAC11191. 1 1 
gi 167532641 ref lNP_035927.il. 



carbonic anhydrase XIV precurso.. 
unnamed protein product [Homo s.. 
carbonic anhydrase 14; CA XIV [.. 



gi I 47168790 Jpdb ilFLlSiA Chain A, Crystal structure Of The Ex. 
qi 1 21431756 1 sp 1 Q9MZ30 1 CAHC_RABIT Carbonic anhydrase XII pre. 



gii4502515irefjNP_O01209.ll carbonic anhydrase XII isoform 
gi 1 30585185 1 qb 1 AAP36865 . 11 Homo sapiens carbonic anhydrase 



gi 1 45935383 I ref 1 NP^996808 . 1 1 
gi 126342835 id b i lBA C35074.ll 
gi i 31541884 1 ref 1 NP_848483 . 2 1 



c|i 


34864283 


ref 


XP_343417.1| 


qi 


47221597 


emb 


CAF97862.il 



carbonic anhydrase XII isoform. . 

unnamed protein product [Mus mu. . 

carbonic anyhydrase 12 [Mus mu. . 

similar to 2310047E0lRi k prote. . 
unnamed protein product [Tetrao.. 

gi 1 21595173 I ab 1 AAH31385 . 1 1 Carl2 protein [Mus musculus] 

qi 1 47225853 1 emb I CAF98333 . 1 1 unnamed protein product [Tetrao.. 

qi 1 34858063 1 ref 1 XP_342298 . 1 I similar to CA XIV [Rattus norv. . 

gi 1158267.82 [jxJbj 1JCZ| A chain A, Crystal structure Of The Ex.. 
47211349 1 embT CAF93821. 1 I unnamed protein product [Tetrao.. 
47228789 1 emb 1 CAG07521.ll unnamed protein product [Tetrao.. 
49117984 1 abTAAH72918 . i I Unknown (protein for MGC:80389) .. 

g.11,995 5948 1 ref 1 NP^001 207 . 1 1 carbonic anhydrase IX precursor.. 

qi 1213148501 ref |NP.„647466. 11 carbonic anhydrase 9 [Mus muse. 

qi I 30580354 1 sp IQ8VHB5 1 CAH9_MOUSE Carbonic anhydrase IX prec 



fli 



91 



91 



91 



115469isp. 



89853 1 pi r 



PQ8060J CAH6_SHEEP Carbonic anhydrase VI (Carbo. . 



A29993 carbonate dehydratase (EC 4.2.1.1) VI 
gi J 34935135 1 ref lXP„233380 . 2 1 similar to carbonic anhydrase . 
gi 127806915 1 ref lNF._776323.ll carbonic anhydrase VI [Bos tau. 
qi 1 28812184 Idbi I BAC65098. II carbonic anhydrase VI [Canis fa. 



fli 



91 



14530767 I emb I CAC42429 . 1 1 dJ477M7.5 (carbonic anhydrase V. 



107051^pl7TTcRHU^ carbonate dehydratase (EC 4.2.1.1) VI 
qi 1 2 3503046 I sp I P2 3280 1 CAH6_HUMAN Carbonic anhydrase VI prec. 



qi 145573971 ref 



qi 131076619 I sp 



NPJD01206_.11 carbonic anhydrase VI precursor. 
qTuwaS I CAH2-TRIHK Carbonic anhydrase II (Car. 



gi J34872490 | ref ) XP_ f 216584 . 2 I similar to Car6 protein [Rattu. . 

gi ) 403635 37 I ref lNP_954685.ll carbonic anhydrase II [Danio r.. 

qi j 29789369 1 ref 1 NP_599183 , 1 1 protein tyrosine phosphatase, .. 

qi i25281969|qb|AAN72430.1l receptor-like protein tyrosine p.. 

gi 1 6679559 1 ref I NP...033007 ■ H protein tyrosine phosphatase, r.. 

qi 1 25281971 I qb 1 AAN72431. 1 I receptor-like protein tyrosine p.. 

qi 145709528labiAAH67635.il LOC407683 protein [Danio rerio] 

gi |45383516| ref lNP-.989645.il protein tyrosine phosphatase, .. 

gi 1 18860898 1 ref 1 NP„002832 . 2 I protein tyrosine phosphatase, .. 

qi 1 1263069 Igb I AAC50439.il receptor tyrosine phosphatase gam., 
ai 1 477 137 1 pi r I I A 48148 protei n-tyrosi ne-phosphatase (EC 3.1... 

qi l25281973|qb|AAN72432.1l receptor-like protein tyrosine p.. 

qi 1413871301 ref lNP„957107. lj hypothetical protein MGC73385 .. 

gi 1 2917945 2 I qb I AA H 49309 . 1 1 Zgc: 73385 protein [Danio rerio] 

gi I 592 1.196 1 sp I P18761 1 CAH6_MOUSE Carbonic anhydrase VI precu.. 

oi I 33585712 1 ab 1 AAH55437 , 1 1 Car6 protein [Mus musculus] 

Car6 protein [Mus musculus] 
Unknown (protein for IMAGE:70369. . 

gi 134851195 lrefJXP_226204. 2 | similar to carbonic anhydrase .. 
ai 1 68286 1 pi r I ICRRB2 carbonate dehydratase (EC 4.2.1.1) II -.. 
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-Scoce- 



(bits) Value 



682. 


0.0 


II 


681 


0.0 


H 


148 


e-155 


US 


438. 
2/0 


e-122 
3e-71 


H 


.2.6.4 
263 


2e-69 
5e-69 


Wm 


263. 


5e-69 


ira 
m 


262 


9e-69 


m 


261 


le-68 


H 


261 
2.61 


le-68 
2e-68 


H 


lm) 
254 


le-66 


mi 


246 


4e-64 


H 


246 
240 
236 
209 


6e-64 
3e-62 
4e-61 
5e-53 


M 


203 


4e-51 


201 


2e-50 


H 


201 
19.7 


2e-50 
2e-49 
4e-49 


H 


196. 


5e-49 




195 


le-48 


HI 


189 


6e-47 


B 


186 
184 

181 


5e-46 
3e-45 

le-44 


H 

urn 


181 
180 


2e-44 
5e-44 


-fioo&g 
ll 


179 


7e-44 


177 


3e-43 


H 


176 


6e-43 


H 


176 


6e-43 




176 


7e-43 


11 


176 


le-42 




174 


2e-42 


11 


17.4 


2e-42 


111 

mis 


174 


3e-42 


174 
173 


3e-42 
5e-42 


11 


172 


7e-42 


n 


172 


le-41 


la 




le-40 


11 


168 


le-40 


M 


166 


9e-40 


H 

iamA 


166 
IP 


9e-40 
3e-39 


& 


161 
161 


2e-38 
2e-38 


n 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



7/26/04 



RID=1090846848-9882-94929398706.BLASTQ4 > 



Page 2 of 4 





1942 501 


pdb 


1UGDI 




2118910 


pi r 


IA48993 



1 1942 499 1 pdb 1 1UGA I Human Carbonic Anhydrase Ii[hcaii] (E. 

i.2098448]pdb]lUGE| Human Carbonic Anhydrase Ii [hcaii] (. 
1 115 448" I sp [ P00917 1 CAHl_HORSE Carbonic anhydrase I (Carbon. 

qi 122219225 |,pdbllLG5lA Chain A, crystal Structure Analysis . 



3 



a 



a 



a.3 
a 



120984451 pdb I 1UGF I Human carbonic Anhydrase ii [hcaii] (. 
128269695 Iref |NP_444300.1I carbonic anh ydrase 7 ; carbonic. 



1 4722 7809 I emb 



CAG08972.il 



unnamed protein product [Tetrao. 

8.11 carbonic anhydrase II; carbonat. 

Human Carbonic Anhydrase Ii [hcaii] (E. 
protein-tyrosine-phosphatase (EC 3.1. 

1 11513906 I pdb 1 1G3Z I A Chain A, Carbonic Anhydrase Ii (F131. 

1 15080386 I q b I AAH11949 . 1 1 Carbonic anhydrase II [Homo sapi . 



1 2 29731 1 pdb [1CA2 I 



[4426691pdbllBCDl 



1 1421269 1 pdb 1 1CAN I 



1942 500 1 pdb 1 1UGB I 
38348436 I ref I NP_940986 . 1 1 



Carbonic Anhydrase II (Carbonate Dehyd. 
Carbonic Anhydrase ii (E.C.4.2.1.1) Co. 
Carbonic Anhydrase Ii (E.C.4.2.1.1) C. 
Human carbonic Anhydrase Ii [hcaii] (E. 
carbonic anhydrase XIII; carbo. 



20984471 pdb 



lUGCl Human carbonic Anhydrase Ii [hcaii] (. 
"22252956 ] gb | AAM94169. 1 1 erythrocyte carbonic anhydrase [. 
68288 1 pTr I ICRB02 carbonate dehydratase (EC 4.2.1.1) II -. 

1 442701 1 pdb 1 1CA3 I carbonic Anhydrase Ii (E.C.4.2.1.1) Mu. 

1 10650061 pdb I lCNHl carbonic Anhydrase ii (carbonate Dehy. 

(999629 1 pdb 1 1YDB I carbonic Anhydrase Ii (Carbonate Dehyd. 

l231119|pdbi5CA2l Carbonic Anhydrase II (Carbonate Dehyd. 

gi 1 1633065 | pdb 11ZSC I Carbonic Anhydrase Ii Mutant Ell7q, H. 

!442702|pdb|lCAKl Carbonic Anhydrase Ii (E.C.4.2.1.1) Mu. 

1 46048696 1 ref I N P_990648 . 1 1 carbonic anhydrase II [Gall us . 



1 231199 i pdb 1 6CA2 



1 4427 72 I p db 1 1CVA I 



l4428261pdbllDCAl 



1065012 



1345651 



carbonic Anhydrase II (Carbonate Dehyd. 

Carbonic Anhydrase Ii (Hca ii) (E.C.4.. 

Carbonic Anhydrase II (Carbonate Dehyd. 

pdbllCNJ I carbonic Anhydrase Ii (Carbonate Dehy. 
sp|P48282|CAHl_SHEEP Carbonic anhydrase I (Carbo. 



1 2299811 pdb 1 1HEP I 



1 4427031 pdb [1CAL I 
!2296571pdbll2CAl 



1 10650111 Pdb 1 1CNI I 



!9999321pdbllCCSl 



1 10650011 pdb 1 1CNG I 



l442700ipdbllCAIl 



i 229978 i Pdb I lHEAl 



1 999 63 21 pdb 1 1YDD I 



125546641 pdb 11H9N I 



1 25 54643 1 pdb 1 2H4N I 



[24987658|pdbllLZVlA 



23.1320_Lp.db. 
11687411 sp 



Carbonic Anhydrase II (carbonate Dehyd. 

carbonic Anhydrase Ii (E.C.4.2.1.1) Mu. 

Carbonic Anhydrase II (carbonate Dehyd. 

Carbonic Anhydrase Ii (Carbonate Dehy. 

Carbonic Anhydrase Ii (carbonate Dehyd. 

Carbonic Anhydrase Ii (Carbonate Dehy. 

Carbonic Anhydrase Ii (E.C.4.2.1.1) Mu. 

carbonic Anhydrase II (Carbonate Dehyd. 

Carbonic Anhydrase Ii (Carbonate Dehyd. 

Hll9n carbonic Anhydrase ii 

H94n Carbonic Anhydrase Ii Complexed . 

Chain A, Site-Specific Mutant (Tyr7 . 

9CA2 1 Carbonic Anhydrase II (Carbonate Dehyd. 
P009~19 1 CAH2_RABIT Carbonic anhydrase II (carb. 



1 999935 1 pdb ilCCT I Carbonic Anhydrase Ii (carbonate Dehyd. 
i 12892 19 1 emb 1 CAA29417 . 1 1 carbonic anhydrase II [Gallus ga. 
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H >fliJJ5^^8AIJ!gflNE^P36245. .11 H carbonic anhydrase XIV precursor; carbonic dehydratase [Homo 
" s'apterrsj 



fli j 8928036 1 sp IQ9ULX7 I CAHE^HUMAN H carbonic anhydrase XIV precursor (Carbonate dehydratase XI\ 
(CA-XIV) (UNQ690/PRbl335) 

qi i 6009640 1 db j 1 BAA8S002 . 1 1 H carbonic anhydrase 14 [Homo sapiens] 

qi j21706779 1 gb I AAH34412 1 ] B Carbonic anhydrase XIV, precursor [Homo sapiens] 

gi ! 37182500 |gbj AAQ89052.1[ H CA14 [Homo sapiens] 
Length = 337 

Score = 682 bits (1760), Expect =0.0 

Identities = 337/337 (100%), Positives = 337/337 (100%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 
Sbjct: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

Query: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 
Sbjct: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

Query: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 
Sbjct: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

Query: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 
Sbjct: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

Query: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 
Sbjct: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

Query: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 
Sbjct: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

D >gi 1 22 760422 1 db j 1 BAC11191. 1 1 Wt unnamed protein product [Homo sapiens] 
Length = 337 

Score = 681 bits (1756), Expect =0.0 

Identities = 336/337 (99%), Positives = 336/337 (99%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 
Sbjct: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

Query: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 
Sbjct: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

Query: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 
Sbjct: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

Query: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWT FYRRSQISMEQ 
Sbjct: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTAFYRRSQISMEQ 240 

Query: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 
Sbjct: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

Query: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 

CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 
Sbjct: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 
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^ ^!iiA3.73.^23A}S3fA]^.R n 333327.A.X.L M carbonic anhydrase 14; CA XIV [Mus musculus] 

"gi 1 8928038 1 splQ9WVT6 1 CAHE__MOUS£ H Carbonic anhydrase XIV precursor (Carbonate dehydratase XI\ 
(CA-XIV) 

gi I 5030908 1 dbi 1 BAA78709 . 1 1 H CA XIV [Mus musculus] 

ai 1 28422260 1 qb 1 AAH46995 , II H Carbonic anhydrase 14 [Mus musculus] 
Length = 337 

Score = 548 bits (1413), Expect = e-155 

Identities = 283/337 (83%), Positives = 306/337 (90%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLF ALLL+V WILAADGG HWTYEGPHGQDHWP SYPECG +AQSPI+IQTDSV FDPD 
Sbjct: 1 MLFFALLLKVTWILAADGGHHWTYEGPHGQDHWPTSYPECGGDAQSPINIQTDSVIFDPD 60 

Query: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

LPA+QPHGYDQ GTEPLDLHNNGHTVQLSLP TL+LGGLPRKY AAQLHLHWGQ+GS G 
Sbjct: 61 LPAVQPHGYDQLGTEPLDLHNNGHTVQLSLPPTLHLGGLPRKYTAAQLHLHWGQRGSLEG 120 

Query: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

SEHQINSEAT AELH+VHYDS SY SLSEAA++PQGLAVLGILIEVG ET+N AY+HILS 
Sbjct: 121 SEHQINSEATAAELHWHYDSQSYSSLSEAAQKPQGLAVLGILIEVGETENPAYDHILSR 180 

Query: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

LHE+R+KDQKTSVPPF++REL P+QL Q+ F RYNGS LTT P PCYQS VLWTV F RR+QISM Q 
Sbjct: 181 LHEIRYKDQKTSVPPFSVRELFPQQLEQFFRYNGSLTTPPCYQSVLWTVFNRRAQISMGQ 240 

Query: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

LEKLQ TL STEE+PS+ LVQNYR QPLNQR +FASFIQAG YTTGEML LGVGIL G 
Sbjct: 241 LEKLQETLSSTEEDPSEPLVQNYRVPQPLNQRTIFASFIQAGPLYTTGEMLGLGVGILAG 300 

Query: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

CLCLLLAVYFIA+KIRKKRL NRKSWFTSA+ATTEA 
Sbjct: 301 CLCLLLAVYFIAQKIRKKRLGNRKSWFTSARATTEA 337 



rj>qi 1 47168790 1 pdb 1 1RJ5 1 A Hi chain A, Crystal Structure Of The Extracellular Domain Of Murine 
Carbonic Anhydrase Xiv 

gi 8 471687911 pdb 1 1R35 IB 11 chain B, crystal Structure of The Extracellular Domain Of Murine 
Carbonic Anhydrase xiv 

gi I 47168792 I pdb 1 1RJ6 1 A 11 chain A, Crystal structure Of The Extracellular Domain of Murine 
carbonic Anhydrase Xiv In Complex With Acetazol amide 

gi I 47168793 I pdb 1 1R36 1 B H Chain B, crystal structure Of The Extracellular Domain Of Murine 
carbonic Anhydrase Xiv In Complex With Acetazol amide 
Length = 261 

score = 438 bits (1127), Expect = e-122 

Identities = 216/261 (82%), Positives = 236/261 (90%) 

Query: 18 GGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPDLPALQPHGYDQPGTEPL 77 

GG HWTYEGPHGQDHWP SYPECG +AQSPI+IQTDSV FDPDLPA+QPHGYDQ GTE PL 
Sbjct: 1 GGHHWTYEGPHGQDHWPTSYPECGGDAQSPINIQTDSVIFDPDLPAVQPHGYDQLGTEPL 60 

Query: 78 DLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGGSEHQINSEATFAELHIV 137 

DLHNNGHTVQLSLP TL+LGGLPRKY AAQLHLHWGQ+GS GSEH INSEAT AELH+V 
Sbjct: 61 DLHNNGHTVQLSLPPTLHLGGLPRKYTAAQLHLHWGQRGSLEGSEHHINSEATAAELHW 120 

Query: 138 HYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSHLHEVRHKDQKTSVPPFN 197 

HYDS SY SLSEAA++PQGLAVLGILIEVGET+N AY+HILS LHE+R+KDQKTSVPPF+ 
Sbjct: 121 HYDSQSYSSLSEAAQKPQGLAVLGILIEVGETENPAYDHILSRLHEIRYKDQKTSVPPFS 180 

Query: 198 lrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeqleklqgtlfsteeepsk 257 

+REL P+QL Q+FRYNGSLTTPPCYQSVLWTVF RR+QISM QLEKLQ TL STEE+PS+ 
Sbjct: 181 VRELFPQQLEQFFRYNGSLTTPPCYQSVLWTVFNRRAQISMGQLEKLQETLSSTEEDPSE 240 

Query: 258 llvqnyralqplnqrmvfasf 278 

LVQNYR QPLNQR +FASF 
Sbjct: 241 PLVQNYRVPQPLNQRTIFASF 261 
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112844826 


db- 


' IAK009805. 


1 




133569140 


emi 


)|AL845336. 


9 




123334838 


qb 


AC123032.5I 


qi 


146518694 


qb 


AC 12 5 19 2. 31 



1 371 82499 1 qb j AY358689 . 1 1 Homo sapiens clone DNA62812 CA14. 
1 69 122 8 3 I ref 1 NM_012113 . 1 1 Homo sapiens carbonic anhydrase. 
1 6009 639 j dbi I AB02 5904 . 1 1 Homo sapiens mRNA for carbonic a. 



12276,0421 1 db j [ AKQ74765 . 1 1 Homo sapiens cDNA FLJ90284 fis, 
ZlIQSZl&AgbLBCO Homo sapiens carbonic anhydrase 



T9I09420 T eiF[ALT3879?]"2 1 1 Human DNA sequence from clone 



[ 284222 59 1 qb j BC046995 . H Mus musculus carbonic anhydrase . 

16753263 j ref lNM_011797, U Mus musculus carbonic anhydrase. 

1 5030907 I d bi i AB00S45 0 . 1 1 Mus musculus mRNA for CA XIV, co. 

1 15 3 8 46 34 J grab ) AL4 5 1074 . 1 3 J Human DNA sequence from clone . 

J 12848980 1 dbj lAK012316.ll Mus musculus 11 days embryo who. 

j 34858062 1 ref IXM-342297 .11 Rattus norvegicus similar to C. 

Homo sapiens cDNA clone MGC:2010. 
Mus musculus chromosome 3 clone. 



1 15082388 



26801277 



gb|BC012108.1 



qblAC092855,39l 



[26084135ldbilAK034693.1| 



38323102 



1 21955088 



Mus musculus 12 days embryo emb.. 

Mus musculus adult male tongue 
Mouse DNA sequence from clone R. . 
Mus musculus BAC clone RP24-480K.. 
Mus musculus BAC clone RP23-266B.. 
emblAL954710.27l Mouse DNA sequence from clone 



.gLiACl22003...2l Mus musculus BAC clone RP24-336G. 



3252819 1 qb I AC004382 . 1 i HUAC004382 Homo sapiens Chromosome. 
4£4766l&^ Mus musculus chromosome 17, clon. 



4508108 IgblACOOSlOl. 21 



50355915 



50199072 



25046688 



37620322 



33590044 



29501916 



33342291 



42475822 



47131369 



47679190 



15778814 



i 



AC124516.4 



flb 



AC112147.5 



flb 



AC111047.9 



flb 



6048266] emb 



Homo sapiens BAC clone CTA-352J5 .. 

Mus musculus chromosome 12 clone.. 

AC110559. Ill Mus musculus chromosome 7, clon.. 

Mus musculus BAC clone RP23-175E.. 

Mus musculus chromosome 3, clone.. 

ACll8614._12j. Mus musculus chromosome 18, clo.. 
AC099600 . 5 I Mus musculus chromosome 15, clon.. 
AC126722.7J Rattus norvegicus 4 BAC CH230-5L.. 
emb~|AL92S89i.2~0[ Mouse DNA sequence from clone .. 

Mus musculus BAC clone RP24-336A. . 
Mus musculus chromosome 1, clone.. 
Mus musculus clone RP23-5K17, co. . 
OAU012011 oreochromis aureus mRNA.. 



flb 



fli?. 



flb 



flb 



flb 



17105277 



flb 



AC147160.2 



AC109294.8 



AC084382.1 



A3012011.1 



AC090843.4 



Mus musculus clone RP23-31P8 str. 



14529749 1 emb I AL138959. 20 1 Human DNA sequence from clone 
.2687350 1 gb | AF036762 . II MMFGLII2 Mus musculus fibrinogen-1 

2708625 igblAF025818.il AF025818 Mus musculus A/J fibrinog 



219982S3 



18477347 



41351594 



21738497 



22552815 



20068574 



20145280 



50511705 



34495107 



27413947 



29540503 



19909480 



33667203 



2162.9259 



45384726 



29135572 



26290750 



emb 



emb 



gblAC!39938,5l 



emb 



emb 



emb 
emb 



fli 



flb 



flb 



flb 



flb 



flb 



qb 



flb 



flb 



flb 



AL671971.8I 



AL671984.12 



AL626786.il 



AL591805.14 



AC134607,4 



AC 12 2 18 5. 4 



AC112152.4 



AC122341.3 



AC098731.3 



AC110540.7 



AC093922.5 



AC125105.3 



AC124040.3 



AL732555. 71 Mouse DNA sequence from clone R. . 
AL.596130.13l Mouse DNA sequence from clone . . 

Mus musculus chromosome 6, clone.. 
Mouse DNA sequence from clone R. . 
Mouse DNA sequence from clone . . 
Mouse DNA sequence from clone .. 
Mouse DNA sequence from clone . . 
Mus musculus chromosome 9 clone .. 
Mus musculus BAC clone RP23-18J1. . 
Mus musculus BAC clone RP24-93F2.. 
Mus musculus BAC clone RP23-355F.. 
Mus musculus BAC clone RP23-3L10.. 
Mus musculus chromosome 3, clone.. 
Genomic sequence for Mus musculu.. 
Mus musculus BAC clone RP24-220B.. 
Oryctolagus cuniculus clone LBl- . . 
Mus musculus chromosome 1 clone.. 



AC1165 54.26 I 



18087725 



17646883. 



31455426 



qblAF246978.2 



gblAC009256.8 



AF246978 Mus musculus transcripti 



emb I AL9 5 4672. 9 1 



Drosophila melanogaster, chromos. 
Zebrafish DNA sequence from clo. 

22832328|gb|AE003501.3l Drosophila melanogaster chromoso. 
"28883950 1 einbTAL672i4i. 12 1 Mouse DNA sequence from clone . 



3366 

3350 

3350 

3313 

3299 
"948 

805 

805 

805 

650 

454 

373 

287 
184 

167 

86 
74 



72 

Jo 

68 

68 
31 
68 



66 

_M 

66 
66 

766 
66 
"66 

n 

"66 
166 
...66 

66 
66" 

_M 

...6.6. 
66 

ill 

66 
--54 

64 
64 
"64 



34 

"64 
64 
64 
64 

64 
...6.4. 
64 

64 

"64 




le-37 

3e-13 
le-09 
4e-09 
4e-09 
2e-08 
7e-08 

7e-08 
7e-08 

7e-08 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 

3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 

le-06 
le-06 
le-06 

le-06 
le-06 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4, 

Mouse DNA sequence from clone 
Mouse DNA sequence from clone 

7\iTS9l82-6T21rNSQ-7E-Gp— BAC~l-3-Cl8~of"i-i'brary~cr 
Mouse DNA sequence from clone 



qi 


28268670 


emblAL591067.35l 




21911510 


emblAL645930.15l 



18181798 



17017756 



48675707 



21212056 



50345240 



33285452 



30103094 



38424173 



28195584. 



23334866 



37202201 



32813578 
"35931637 



32880240 



31193857 



46518064 



45720797 



42592727 



37805647 



36788549 



32400075 



31076174 



28172303 



27803161 
49457660 



49204319 



'emb" 



emb 



emb 



emb 



go 



9R 



SB. 



gb 



9Q 



m. 



s.2 



AL590991.14 



AC125371.4 



AC125123.4 



AC122255.2 



AC113307.12I 



AC 1 2.440 1.3 I 



AC122057.3I 



AC110S73.11 1 



AC1024S2.71 
AC 109169 ."13 I 



AC114559.8 



AC095787.7 



emb 



emb 



emb 



emb 



emb 



emb 



emb 



emb, 
emb 



emb 



BX324154.5 



BX649392.6 



BX649472.15I 



ai 126090313 1 dbi I AK044354.il 
26085140 1 dbi I AK036290 . 1 



48596612 



47971088 



47825293 



46935014 



21728149 



14334395. 



n 

emblBX323865.6 



BX005461.8I Zebrafish DNA sequence from clo. 
A L662921.10 I Mouse DNA sequence from clone . 

Mus musculus chromosome 16 clone. 
Mus musculus BAC clone RP24-270C. 
Mus musculus BAC clone RP23-178F. 

Mus musculus chromosome 3, clon. 
Mus musculus BAC clone RP24-362C. 
Mus musculus BAC clone RP24-468F. 

Mus musculus chromosome 16, clo. 
Mus musculus chromosome 5, clone. 

Mus musculus chromosome 6, clon. 
Mus musculus, clone RP23-50G21, . 
Rattus norvegicus 14 BAC CH230-9. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from cl . 
Zebrafish DNA sequence from cl . 
Zebrafish DNA sequence from clo. 
Mouse DNA sequence from clone R. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from cl . 
Mouse DNA sequence from clone . 
Mouse DNA sequence from clone . 
Zebrafish DNA sequence from cl . 
Zebrafish DNA sequence from cl . 

Mus musculus adult retina cDNA, . 

Mus musculus 16 days neonate ce. 
Zebrafish DNA sequence from clo. 
Mouse DNA sequence from clone R. 
Zebrafish DNA sequence from cl . 
Zebrafish DNA sequence from cl . 
Homo sapiens genomic DNA, chrom. 
Crocidura russula clone 82 micro. 



BX571735.6 



BX119976.8 



BX323869.7 



AL929516.15I 



AL671901.14I 



AL691445.21 

BX66l5l9Tl2" 



BX927203.11I 



emblAI_512589.4 



emblBX511O25.10 



emb]BX322574.10 



dbilAP001S31.4l 



a blAY034430 .ll 



64 



-6-4- 
64 
"64 
64 

62 
62 
62 
62 
62 
62 

"62 
62 
62 
62 
62" 
62 

162 

...6.2. 

_62 
62 

"62 
62 
62 
62 
62 

"62" 
62 



62 

J2 
162 
62 
62 
•62 



le-06 
le-06 

-le-06- 
le-06 
le-06 
le-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 

4e-06 

4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
3e-04 
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Alignments 



>gi 137182 499 [gb J AY358689.il 
Length = 170 I 



Homo sapiens clone DNA62812 CA14 (UNQ690) mRNA, complete cds 



Score = 3366 bits (1698), Expect = 0.0 
Identities = 1701/1701 (100%) 
Strand = Plus / Plus 



Query: 


1 


Sbjct: 


1 


Query: 


61 


Sbjct: 


61 


Query: 


121 


Sbjct: 


121 


Query: 


181 


sbjct: 


181 



|a^actgca^^ 



cagcaagagatttgtcct 



60 



gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 60 

atccagaaacccatgataccctactgaacaccqaatcccctqqaaqcccacagagacaga 120 
IIIMTllllllllllllllllllllllllllIIIM 

atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

qacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 

Tl lllll iTlTl III ITITI 1 1 II I II 1 1 II l lill I TT iTlllTlllTlllIIIIIIII 

gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 
tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

llllllllllllllllllllllllllllllTlllTlllllTlllllllTlllllllllll 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 
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RID=1090847205-14412-74977656591.BLASTQ4, 
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Query: 241 



Sbjct: 


241 


Query: 


301 


Sbjct: 


301 


Query: 


361 


Sbjct: 


361 


Query: 


421 


Sbjct: 


421 


Query: 


481 


Sbjct: 


481 


Query: 


541 


sbjct: 


541 


Query: 


601 


Sbjct: 


601 


Query: 


661 


Sbjct: 


661 


Query: 


721 


sbjct: 


721 


Query: 


781 


Sbjct: 


781 


Query: 


841 


Sbjct: 


841 


Query: 


901 


Sbjct: 


901 


Query: 


961 


Sbjct: 


961 


Oi i o r*\/ ■ 

ljuc r y . 




Sbjct: 


1021 


Query: 


1081 



ccagtcccctgcaccccttcctgqgacactatgttqttctccgccctcctgctggaggtq 
-|_|+|+|_U4W^ 



300 



ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 300 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 360 

IIIITIMIIIIIIIIIIIIIIITIIIIIMIIITIIIIIIIIIIMIMIIIIIIIIM 
atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 



?accattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 
MiMiTiiMTiMiiiiiiiiTim 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 



cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 

Mill MIMIIIlTllllllllllllMlllTllllllllllllillllllllllllll 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 



cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 

iiTiiiiiiiiiimiiimiiiiTiiM 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 



360 



420 
420 



480 
480 



540 
540 



ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 600 

IIIIIIIIIIITMIIITTTlTTM 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 600 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 
llimiTlllTllllllllllM 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

IIITIITITIIIIIIIIITIIIIIIIITIIM 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 



780 



gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 

TllTlTllllllllllllimillllllTlllllllIMM 

gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 780 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 
IIIMlTMIIIIIIIIIIIIIlTllllllim 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 
IIIIIMlTlllllMIMMIIIMlTllllTlM 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 
cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

iTllllllilllilTlllllillllllllllTllliflTlTlTlTllll IT 1 1 1 T 1 1 1 1 1 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 



tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 
IIIMMTllMllTMIIIillMIMlTllTTllllTlllllM 

tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 
acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 

1 1 1 T 1 1 T I TT i T 1 1 1 1 1 1 1 1 T 1 1 1 1 1 TT iJiiTiiifiiiTiTiiJiiiiTiiirifiii 



1020 
1020 



http : //www . neb i . nlm . nih . gov/bl ast/B 1 ast . cgi 



7/26/04 



RTO=1090847205-14412-74977656591.BLASTQ4, 

I III I I I I I I II I II I I I I II I II! II 1 1 I II III II I I I II III I I II I I I I I I 1 1 II I 
Sbjct: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 
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1140 



Query: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctgqctgtttatttc 1200 

I MM Mill III llllllll IIIIIIIIIM 

Sbjct: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

IIMIIIIMIIMIMMMMIMIMIIIIMIIMMIIIIIlTTllMIIIIIII 

Sbjct: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

Query: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TIIIIITIIIIIIIITITTIIIIIIIIIIIIIIIITIIIIIIITT 

Sbjct: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

Ml M 1 1 M I M Ml I M IM MIM M 1 1 Mi II Ml M M I II MM MM I I M M I 

Sbjct: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

Query: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttagaqagqaatggacccaggc 1440 

TlllllllllllMlTllllllllllllllllllMIIIMlim 

Sbjct: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

Query: 1441 tgtcattccaggaagaactgcagagccttcaqcctctccaaacatqtaqqaqqaaatqag 1500 

ITIIIIIIimilTllllTllTlllM 

Sbjct: 1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 



jaagtttggg 1560 



Query: 1501 qaaatcgctgtgttqttaatgcagagancaaactctqtttagttqcaqqgg< 

TlllllllllllllTlllllTlllllllllllllllTlllllllTllTT 
Sbjct: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 



1560 



Query: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactqcqq 1620 

III M I M I M II I M II I M M II Ml I II llllllll I M II II MllllM MlllI 
Sbjct: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttq 1680 

III II III IIMIlM II II I I III MM 1 1 II IIIIMM M IM I III III M MM I 
Sbjct: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 



Query: 1681 gaaattaaagtttctgacttt 1701 

Mill llllllll llllllll 
Sbjct: 1681 gaaattaaagtttctgacttt 1701 



>gi 1 6912283 [ ref lNM-012113 - 1 1 
Length = 1757 

Score = 3350 bits (1690), Expect 
Identities = 1698/1701 (99%) 
Strand = Plus / Plus 



Homo sapiens carbonic anhydrase XIV (CA14) p mRNA 



0.0 



Query: 1 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 60 

TlTlllTllTl TTT iTlllllTlTlTl TTT llllllTlllTlllTlTllllTlllll TT I 

Sbjct: 40 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 99 

Query: 61 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacaqagacaga 120 

IIIIITIIIIIIIITIIIIIIIIIITM 
Sbjct: 100 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 159 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID= 1 090847205- 144 12-7497765659 1 .BLASTQ4, 
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Query: 121 



Sbjct: 


160 


Query: 


181 


sbjct: 


220 


Query: 


241 


sbjct: 


280 


Query: 


301 


sbjct: 


340 


Query: 


361 


sbjct: 


400 


Query: 


421 


sbjct: 


460 


Query: 


481 


Sbjct: 


520 


Query: 


541 


Sbjct: 


580 


Query: 


601 


Sbjct: 


640 


Query: 


661 


Sbjct: 


700 


Query: 


721 


Sbjct: 


760 


Query: 


781 


Sbjct: 


820 


Query: 


841 


Sbjct: 


880 


Oi ip pw • 
i^uc i y ■ 


Q01 


sbjct: 


940 


Query: 


961 



qacaq 

-I-M-I4 



caaqaqaagcagaqataaatacactcacgcca 

|4-|~T-I^ 



ggagctcgctcgctctctctctc 180 



gacagcaagaaaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 219 

tctctctcactcctccctccctctctctctqcctqtcctagtcctctagtcctcaaattc 240 
I I I M I I I I I I I I I I I I I I I I I I I I I I I I 111 I III I I 1 1 I I I II I I I I I I I M I I I I I I 
tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 279 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctqgaggtq 300 

IIITIIIIMTIIMIIIIIIITTTIMIIIITIITIMIMTIIIIIIIT 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 339 
atttggatcctggctgcagatgggggtcaacactggacgtatgagqgcccacatggtcag 360 

1 1 1 1 TT 1 1 1 1 1 TT IITIITII TTTTT 1 1 1 1 1 1 1 1 TT 1 1 T 1 1 1 T I TT T 1 1 1 1 1 1 1 TT 1 1 1 1 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 399 
gaccattggccagcctcttaccctgagtgtggaaacaatgcccaqtcgcccatcgatatt 420 

Tllllllll lllllllllllllllllTlllTlllllllllllllTlllMllllllllll 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 459 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacqqatatqac 480 

IITIIITIIITITITIIIIIITIIIIITIIIITIIITIIIIIM 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 519 
cagcctqgcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

llTlllllllllTlilililTlllllTlilllilll TT lllllllTlTlllllllllllT 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 579 
ccctctaccctgtatctgggtggacttccccgaaaatatgtaqctgcccaqctccacctq 600 

1 1 1 1 1 1 1 1 1 ! i T 1 1 1 1 1 TT T i T T iiiiiiiiTiiiiiiiTiiTiiTiiiiTiiiiiiiiT 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 639 
cactggggtcagaaaggatccccaggggqgtcagaacaccaqatcaacagtqaaqccaca 660 

IIIITTIIIIIIIIMIIIIIMMITTITIIITMIIIIM 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 699 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgaqtgaggct 

I I I I ! M MM I I II M MMM i I I I I I I I I I M II I II II M I M II I II ; I : M 
tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 

???nfi??niii???in?!iiniiTn?imninin?n???in!iinif 

gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 819 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 
IIIIMIIIIIIIIIIIIIIIMllTlllllllllllllMllllllllllTl lllllll 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 879 
acctcaqtgcctcccttcaacctaagagagctgctccccaaacagctggggcaqtacttc 900 

iiiiiiTiTiiiiiiiiiiiiiiiiTim 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 939 
cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctqgacagttttt 960 

iTlllllimillTlllMIIIIIIIIM 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 999 



720 
759 



780 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RTO=1090847205-14412-74977656591.BLASTQ4, 
1 1 1 1 1 I Ml I IN 11 1 1 1 II 1 1 1 II I II 
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sbjct 



Query 
Sbjct 

Query 
Sbjct 

Query 
Sbjct 

Query 
Sbjct 

Query 
Sbjct 

Query 
sbjct 

Query 
Sbjct 

Query 
sbjct 

Query 
sbjct 

Query 
sbjct 

Query 
sbjct 

Query 
Sbjct 



Mill Mill II MINIMUM llllll 



1000 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1059 



1021 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

I M 1 1 ! 1 1 1 M 1 1 1 M 1 1 1 1 M M 1 1 IT I It 1 1 1 M 1 1 1 1 1 1 T 1 1 1 1 1 1 1 T 1 1 M 1 1 M 1 
1060 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 



1081 



1140 



cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatq 
I III I I I 1 1 1 1 I I I I I I I 1 1 I I II I I I I I I M 1 1 1 1 1 I I ! M I I I I I I 1 1 1 1 1 I I I I I II 
1120 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 

1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

iitiTiimttiiiimiimiiiTiimmiimiiTmiim 

1180 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 

1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

IIIMIIIIIIMMMIIlTlMMIMIMIMim 
1240 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 

1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatqacttcc 1320 

imiimmiimimmTmimmmimmmmimmmmiiiiTimiiimi 

1300 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 
1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtaq 1380 

1 1 1 1 i 111 1 1 1 1 MIT Nil 1 1 1 II 1 1 1 ITTTT IT 1 1 T T 1 1 1 1 IT 1 1 1 T II i I i 1 1 T 1 1 T 

1360 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 



1381 



1440 



gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 

Mill IMIIMI Mill III MMIM Ml Mill II 1 1 T I TT I 1 1 IT 1 1 I 1 1 1 I I 
1420 gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 

1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

ITIMMMMTMTIIMTIMMMIMMIMMIIMMMTIITT 
1480 tgtcattccaggaagaactgcagagccttcagcctctccaaacatg taggaggaaatgag 1539 

1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 1560 

MIMlTllTMIMIMIMMIMI IIMMMMIMTIMIIMIIIITIMITT 

1540 gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 

1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactqcgg 1620 

I II II II MM II Ml 1 1 1 1 1 II 1 1 1 1 1 1 MM IMIIMI Mill Mil I MM MITT 
1600 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

TlllllllllllTTlllltTlTllillTllTllTllTlllllllllTllllllllllIlT 

1660 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 



1681 gaaattaaagtttctgacttt 1701 

I I I I I I I II I Ml I I I I I II I 
1720 gaaattaaagtttctgacttt 1740 



><gi 1 6009639 [ dhj j AB02 5904 . 1 [ 
Length = 1757 



Homo sapiens mRNA for carbonic anhydrase 14, complete cds 



Score = 3350 bits (1690), Expect = 0.0 
Identities = 1698/1701 (99%) 
Strand = Plus / Plus 



http://www.ncbi.nlm.nih.gov/blast/Blastxgi 



7/26/04 



RBD=1090847205-14412-74977656591.BLASTQ4, 



Query: 1 gagactgcagagggagataaagagaqagggcaaagaggcagcaagagatttgtcctggqg 60 

— - Ww+m^ — 

Sbjct: 40 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 99 



Query: 61 atccagaaacccatgataccctactgaacaccgaatcccctggaaqcccacagagacaqa 120 

1 1 1 1 1 1 1 Mil 1 1 M 1 1 1 1 1 1 I MM II I II 1 1 1 MM 1 1 1 1 1 1 1 1 II II I M III i 1 1 
Sbjct: 100 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 159 

Query: 121 gacagcaagagaagcagagataaatacactcacgccaggagctcgctcqctctctctctc 180 

UIITIIIII IITIITITIIIIIIMIIIIIITIIIMITIIIIIIITIIIIIIIIIII 

Sbjct: 160 gacagcaagaaaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 219 

Query: 181 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

III II MM II M I II M III I II Mill III I II Ml I II IM M I Ml I IM li II II 
Sbjct: 220 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 279 

Query: 241 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctqgaggtg 300 

Mill lllllTlllMIIIMlTTlllll M II I II I M M MM 1 1 1 1 1 1 1 1 TT 1 1 1 1 1 
Sbjct: 280 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 339 

Query: 301 atttggatcctggctgcagatgggggtcaacactqqacqtatqaqqqcccacatggtcaq 360 

1 1 1 ITT 1 1 1 1 ITT I IT I IT I ITTTTTI 1 1 Til III I 111 111 1 1 1 1 1 1 III 1 1 IT 

Sbjct: 340 atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 399 

Query: 361 gaccattggccaqcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

II I IMI 1 1 1 1 1 I I 1 1 1 M 1 1 1 1 1 IIIIMM IM II 1 1 II I M II II 1 1 1 IM 1 1 II M 
Sbjct: 400 gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 459 

Query: 421 cagacagacagtgtgacatttgaccctgatttgcctgctctqcaqccccacqgatatgac 480 

llTlliTlliTlTlTlllIllTlllllTllllTltlTllliTllT TT 1 1 1 1 T 1 1 

Sbjct: 460 cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 519 



Query: 
Sbjct: 



481 cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

M I M III I I I I I I I I Ml II I II III II IIMM III III M I II Ml M Ml II I I M 
520 cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 579 



Query: 541 ccctctaccctgtatctgggtggacttccccgaaaatatgtaqctqcccagctccacctq 600 

IIIIIIIIIIIMIinnilTTlllllM 

Sbjct: 580 ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 639 

Query: 601 cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtqaagccaca 660 

1 1 1 1 T TT T 1 1 1 T I ! I TT 1 1 1 1 1 1 i TTT TT T lIlTlilllilTillllllTlTllTllllI 

Sbjct: 640 cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 699 

Query: 661 tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

M I 1 1 M II M M I M M I M M M M I M II 1 1 M M I I I I I I M I 1 1 I M M I 1 1 M I 

Sbjct: 700 tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 759 



Query: 
Sbjct: 



721 gctgagaggcctcagggcctggctgtcctgggcatcctaattgagqtgqqtgagactaaq 

T 1 1 1 i 1 1 T T l ! 1 1 1 1 1 1 1 1 1 T T 1 1 T 1 1 1 1 TT 1 1 1 1 1 1 1 1 1 1 1 T i l T 1 1 T T 1 1 1 T 1 1 1 1 1 7 



780 



760 gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 819 



Query: 781 aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

llllllTlllllTMIIIIIMlTlTlllllllllim 

Sbjct: 820 aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 879 



Query: 841 acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



RTO=1090847205-14412-74977656591.BLASTQ4, 

Mill IMIIIII IMMIII II Ml IIIIIIIM IN MINIM INN IMIIIMI 
Sbjct : 880 acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 
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939 



Query : 901 cqctacaatqgctcgctcacaactcccccttgctaccagagtgtgctctqgacagttttt 960 

I I I I I I I I 1 1 I 1 1 1 1 I IMIIIII I I I M II I I 1 1 I 1 1 1 1 I I I I I I Ml I 

Sbjct: 940 cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 999 

Query: 961 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattqttctcc 1020 

MMI MTTIMIMMMMM MINIMUM Ml IN M Mm ^ 
Sbjct: 1000 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1059 

Query: 1021 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

MlTllTlTTlTMIIIMiTlllllTTllllTlllllIlT 

Sbjct: 1060 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 
Query: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

1 1 T I T 1 1 i IT 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 1 1 1 T 1 1 IT 1 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 TT I T 1 1 1 1 T 

Sbjct: 1120 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 



Query: 
sbjct: 



1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

1 1 T 1 1 1 i 1 1 TT I T 1 1 T T 1 1 1 1 1 1 TT 1 1 T T 1 1 T 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 T T 1 1 T 1 1 1 1 1 1 1 1 

1180 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 



Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccqaaagagtgtqgtcttcacctca 1260 

II 111 I Nil III II INI IT I II III I INI 1 1 1 MTM iTlTlTlTTl M 1 1 1 1 1 1 1 1 
Sbjct: 1240 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 

Query: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatqtgqatgacttcc 1320 

T I M 1 1 T M M T 1 1 1 M T T M I M 1 1 1 M 1 1 1 1 M M 1 1 M 1 1 T T 1 1 T I T T 

Sbjct: 1300 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 
Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctgqccagaaacactqtag 1380 

1 1 1 1 1 1 T 1 1 1 1 1 1 1 TT 1 1 T 1 1 1 1 1 1 1 1 1 1 TTTT I T 1 1 T T 1 1 1 1 T T lllTlllllllTIlT 

Sbjct: 1360 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 
Query: 1381 gagtagtaagcagatgtcctccttcccctgqacatctcttagagagqaatgqacccaggc 1440 

TllNllllTllTNIIIIIIIIIIIIIlTTlllllN 1 1 1 1 1 1 111 I ITTI 1 1 1 1 1 1 1 , 

Sbjct: 1420 gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 



Query: 
Sbjct: 



1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatqtagqaqgaaatgaq 1500 

milNNimiTlNNINN 

1480 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 



Query: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttqcaqqggaaqtttqgg 1560 

IN II IT I NIT I Nil 1 1 IT I IT IT I 1 1 II II I III 1 1 IT I 111 INN 1 1 1 1 1 11 IT 
Sbjct: 1540 gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 

Query: 1561 atataccccaaagtcctctaccccctcacttttatqgccctttccctagatatactgcqg 1620 

1 1 I M M I I II II M 1 1 I M I M I 1 1 ! 1 1 I I I 1 1 II II M I I 1 1 1 1 Mil 1 1 1 1 I IT 111 
Sbjct: 1600 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

Query: 1621 gatctctccttaggataaagagttgctgttgaaqttgtatatttttqatcaatatatttg 1680 

1 1 1 1 1 1 1 1 1 1 1 1 TT iiiiiTiTiiTiiTiiTiiTiiiiiiiiiiiiTiiiiiiiiiiiiT 

Sbjct: 1660 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 



Query: 1681 
Sbjct: 1720 



gaaattaaagtttctgacttt 1701 

TiliiiiiiTiiiiiTiiiii 

gaaattaaagtttctgacttt 1740 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID= 1 090847205- 144 1 2-7497765659 1 BLASTQ4, 
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>gi i 22760421 1 dbj [AK074765 . 1 [ SI 
CARBONIC ANHYDRASE VI 

Length = 1771 



I Homo sapiens cDNA FLJ90284 fis, clone NT2RP1000613 , weakly si 
(EC 4.2.1.1) 



Score = 3313 bits (1671), Expect = 0.0 
Identities = 1682/1686 (99%) 
Strand = Plus / Plus 



Query: 


1 


Sbjct: 


86 


Query: 


61 


Sbjct: 


146 


Query: 


121 


Sbjct: 


206 


Query: 


181 


Sbjct: 


266 


Query: 


241 


Sbjct: 


326 


Query: 


301 


Sbjct: 


386 


Query: 


361 


sbjct: 


446 


Query: 


421 


sbjct: 


506 


Query: 


481 


Sbjct: 


566 


Query: 


541 


sbjct: 


626 


Query: 


601 


Sbjct: 


686 


Query: 


661 


sbjct: 


746 



gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 60 

liTiiiiiiiiTiTiiiiiiiTiTiiiTiiiiiiTiiTiiJiiiJiiiiifiiiEiiiii 

gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 145 

atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

llllliilllllllllllllMllllllllllTllllllllMIIIIIIIIIIMIilTl 
atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 205 

gacagcaagagaagcagagataaatacactcacgccaggagctcgctcqctctctctctc 180 

TlllTlllTlTllTllTlTlllllM 

gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 265 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctaqtcctcaaattc 240 
I M II I IN Ml I I Ml I II I I I II I I I ITIIITIIIIMIIIMIITIIIIIIIIIII 
tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 325 



ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctqctggaggtg 
MITIIMIMIIIIIIIIIIIMTIIIM 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 



300 
385 



360 



atttggatcctggctgcagatgggggtcaacactqqacgtatgagggcccacatggtcag 

lllllllllllTlllTllTllTlTTllllllllllTlllllllim 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 445 
gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

T I i 1 1 1 1 IT lilTill!II!ll!lTlTlTl T T IIIIIIlTllllTllTllIlllTlllll 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 505 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 480 

II MIIMIIMMTMIIIIIIMMTIIMMMIMIITIIMIIIMIIIIIMM 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 565 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

llTlimilllTlTlllllim 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 625 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctq 600 
1 1 1 1 1 ! 1 1 1 1 1 T 1 1 1 1 iTlTlll 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml II I 111 1 1 11 1 1 1 1 1 1 1 1 1 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 685 
cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

llllTTnillTlllTTlllllllTT III 1 1 111 1 1 1 1 1 III 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 

cactggggtcagaaaggatccccaggtgggtcagaacaccagatcaacagtgaagccaca 745 
tttgcagagctccacattgtacattatgactctgattcctatgacagcttqagtgagqct 720 

lllTllTlTlllllilllTllllM 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 805 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4, 

jctgagaggcctcagggcctggctgtcctgggcatcctaattgaggt 
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Query: 


721 


_ Sb-j-ct:- 


.80.6- 


Query : 


781 


Sbjct: 


866 


Query: 


841 


Sbjct: 


926 


Query: 


901 


Sbjct: 


986 


Query: 


961 


Sbjct: 


1046 


Query: 


1021 


Sbjct: 


1106 


Query: 


1081 


Sbjct: 


1166 


Query: 


1141 


Sbjct: 


1226 


Query: 


1201 


Sbjct: 


1286 


Query: 


1261 


sbjct: 


1346 


Query: 


1321 


sbjct: 


1406 


Query: 


1381 


Sbjct: 


1466 


Query: 


1441 


sbjct: 


1526 


Query: 


1501 


Sbjct: 


1586 


Query: 


1561 



jaqactaaq 780 



gctgagaggcctcagggcctggctgtcctgqqcatcctaattgaggtgggtgc^ 
I I III I I I i II I I Mi I! I I MM I IN I I I Ml I II III! I I I M I II I I I I II I I I 
.gctgagaggcctcagggcc.tggctgtcctgggcatcctaattgagg.tgggtgagac.taag_865_ 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

llllllTlllllTllllllllllTm 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 925 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 

llllllTlTllllllllllMIIIMMMMMIIIIIIIIIIIIIlTTTlllllllll 
acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 985 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

I M II II I I I I I I I I I I II 1 1 I II 1 1 1 1 I II I M I M II M II M I I II I II I I I 1 1 1 I 
cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagctttt 1045 

tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1020 

MIlTimillllTllMllllTTlllim 

tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1105 
acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

I I III MM II 1 1 II III III I II II IM II 1 1 1 II 1 1 Illim 

acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1165 

cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

I I I I I I I I I I I I I M I I I I M I M I I II I I I I I II I I I I I 111 M I I I I M I I I I I I I I I 
cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1225 

ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

M 1 1 1 1 1 1 1 M M M T 1 1 1 1 1 II TT 1 1 IT I IT 1 1 1 1 IT 1 1 1 1 1 1 M IIIIIIIIMIIII 
ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1285 

attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

II II I I I M II M Ml I I I II I M I I III I I I I II MllMIII II I I I I I III II II I I 
attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1345 

gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TlllllTllllllMTmillllllllllllM 

gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1405 
cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtaq 1380 

lllllllllllillTlllTlllllllllllTlllTll TT 1 1 1 1 TT lllTllIllllTllT 

cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1465 
gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

TlTlMlllTllTlMlllllllllllllTTlllllll I MlTlTTl I INI 1 1 1 1 TT I 

gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1525 
tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

IIMIIIIIlTTllTllllTllTlTlIM 

tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1585 



gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 

TlMllTMIIIIIIIIIIlTllTlll IIIIIIIIIIIIITIITIII TT T 1 1 T 1 1 1 TTT 

gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 



ggc 

IMIMIIIIIIIIMIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIMI Mil 



igatatactg< 

in mi Ml 



1560 
1645 



1620 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 
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RTO=1090847205-14412-74977656591.BLASTQ4, 

Sbjct: 1646 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1705 
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1680 



Query: 1621 gatctctccttaggataaagagttgctgttgaagttqtatatttttgatcaatatatttq 

MIIIIIIIMIlMllllTlTllTlM 

Sbjct: 1706 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1765 



Query: 1681 gaaatt 1686 
TUMI 

Sbjct: 1766 gaaatt 1771 



> qi 1 21706778 1 ob 1 BC034412 , 1 1 llKi Homo sapiens carbonic anhydrase XIV, mRNA (cDNA clone MGC:3^ 
IMAGE: 5175251) , complete cds 
Length = 1767 

Score = 3299 bits (1664), Expect = 0.0 
Identities = 1669/1671 (99%) 
Strand = Plus / Plus 



i*juery . 




Sbjct: 


i 


Query . 


yj. 


Sbjct: 


61 


v^uery . 


i ri 
XD X 


Sbjct: 


121 


Query : 




Sbjct: 


181 


Query . 


£ / ± 


Sbjct: 


241 


Query: 


331 


Sbjct: 


301 


Query: 


391 


Sbjct: 


361 


Query: 


451 


Sbjct: 


421 


Query: 


511 


Sbjct: 


481 


Query: 


571 


Sbjct: 


541 



caaagaggcagcaagagatttgtcctggggatccagaaacccatgataccctactgaaca 90 

lllllllilMM lllTllllTlllillTllMIIIIMIIMMIIII Mill INI 
caaagaggcagcaagagatttgtcctggggatccagaaacccatgataccctactgaaca 60 

ccgaatcccctggaagcccacagagacagagacagcaagagaagcagagataaatacact 150 

llTllllllimilTllllllTlTlM 

ccgaatcccctggaagcccacagagacagagacagcaagagaagcagagataaatacact 120 
cacgccaggagctcgctcgctctctctctctctctctcactcctccctccctctctctct 210 

iiiTiimiTiiiTiim 

cacgccaggagctcgctcgctctctctctctctctctcactcctccctccctctctctct 180 



gcctgtcctagtcctctagtcctcaaattcccagtcccctgcaccccttcctgggacact 
I II 1 1 1 1 1 1 1 I I I II I 1 1 I 1 1 I 1 1 I 1 1 1 1 I 1 1 Mill I I II I 1 1 II 1 1 1 1 1 1 1 1 I II I 1 1 
gcctgtcctagtcctctagtcctcaaattcccagtcccctgcaccccttcctgggacact 

atgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtcaa 

mimmmmmmmmmmmmmmmmmmmmmmmimmiTmii 

atgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtcaa 



270 
240 



330 
300 



390 



cactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtgt 

1 1 1 1 TT 1 1 T 1 1 1 T I T T T 1 1 1 1 1 1 1 TT 1 1 1 T T 1 1 1 1 1 1 T T lllTlllllllllllTlTlTl 

cactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtgt 360 
ggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctgat 450 

TIIIIIIIITIIIITIITIIIMITM 

ggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctgat 420 
ttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgcac 510 

IMIIlTllllTllTltllltTTllllTllllTlMMIIIII 

ttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgcac 480 
aacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttccc 570 

1 1 1 i 1 1 T T 1 1 1 1 1 1 1 T I i 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 IT 1 1 T 1 1 1 f 1 1 1 1 

aacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttccc 540 
cgaaaatatgtagctgcccagctccacctgcactggggtcagaaaggatccccagggggg 630 

111 1 1 llllTllTllTllllTllllllllTllll TT I T 1 1 1 T 1 1 1 T T 1 1 1 1 1 1 1 TTTTTT 

cgaaaatatgtagctgcccagctccacctgcactggggtcagaaaggatccccagggggg 600 



http://www.ncbi. nlm.nih.gov/blast/Blast.cgi 
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Query: 631 tcaqaacaccaqatcaacagtgaagccacatttgcaqagctccacattgtacattatgac 690 
V|4+|+|4l4_|+|+|4J_|+|4 



Sb j ct : 601 tcagaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatgac 660 

Query: 691 tctgattcctatgacagcttgaqtqaqgctgctgagaggcctcaggqcctggctgtcctg 750 

iimiiiiiiiTiiiTiiiim 

Sbjct: 661 tctgattcctatgacagcttgagtgaggctgctgagaggcctcagggcctggctgtcctg 720 

Query: 751 gqcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtcac 810 

TT iiiiiiiiiiTi TT i TTT iTiTiiiiiTiiiiiiTiiiiiTiiiiiiiiiiTiTiiii 

Sbjct: 721 ggcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtcac 780 

Query: 811 ttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagagag 870 

II II I I II II I II MM II 1 1 I Mill I I IN 

Sbjct: 781 ttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagagag 840 

Query: 871 ctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccct 930 

II 1 1 I I IMI 1 1 M IM III I I lllll M I III 1 1 1 II III II I 1 1 I M IM II III I M 

Sbjct: 841 ctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccct 900 

Query: 931 tgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaacag 990 

111111111111111111™ 

Sbjct: 901 tgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaacag 960 

Query: 991 ctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctggta 1050 

1 1 T 1 1 1 1 1 T 1 1 1 1 1 T TT T lllllTllllllllllllllTllTllllllllTllIlI TT 1 1 

Sbjct: 961 ctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctggta 1020 

Query: 1051 cagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatccaa 1110 

M l I 1 1 1 II Mill I M Mill IM 

Sbjct: 1021 cagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatccaa 1080 

Query: 1111 gcaggatcctcgtataccacaggtgaaatgctgagtctaggtgtaggaatcttggttggc 1170 

TllTlllllllTllllllllMllTllllTlllMllllim 

Sbjct: 1081 gcaggatcctcgtataccacaggtgaaatgctgagtctaggtgtaggaatcttggttggc 1140 

Query: 1171 tgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggctg 1230 

I T 1 1 1 M 1 1 1 1 M 1 1 1 1 TT 1 1 T 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 T 1 1 1 T 1 1 1 1 IT 1 1 T 

Sbjct: 1141 tgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggctg 1200 

Query: 12 31 gaaaaccgaaagagtgtggtcttcacctcagcacaagccacgactgaggcataaattcct 1290 

TllllllTlllTlTlTl TT 1 1 1 1 1 ! i 1 1 1 1 T 1 1 1 1 1 T 1 1 1 1 T 1 1 1 T I TT 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 1201 gaaaaccgaaagagtgtggtcttcacctcagcacaagccacgactgaggcataaattcct 1260 

Query: 1291 tctcagataccatggatgtggatgacttcccttcatgcctatcaggaagcctctaaaatg 1350 

III MlMMMI IIMMIII llllll I IIMMIIIM MMI IMII IMI III III 
Sbjct: 1261 tctcagataccatggatgtggatgacttcccttcatgcctatcaggaagcctctaaaatg 1320 

Query: 1351 gggtgtaggatctggccagaaacactgtaggagtagtaagcagatgtcctccttcccctg 1410 

TTT I T 1 1 TT 1 1 1 1 TT IIITIIIIIIlTll TT iTllTlllTllTllTlllllllllllIlT 

Sbjct: 1321 gggtgtaggatctggccagaaacactgtaggagtagtaagcagatgtcctccttcccctg 1380 

Query: 1411 gacatctcttagagaggaatggacccaggctgtcattccaggaagaactgcagagccttc 1470 

Tltlllll llTlTlTTlllTTlllilTTllTllMllllTTllTllIlT 

Sbjct: 1381 gacatctcctagagaggaatggacccaggctgtcattccaggaagaactgcagagccttc 1440 

Query: 1471 agcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgttaatgcagaganca 1530 
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 7/26/04 



RID=1 090847205-14412-74977656591. BLASTQ4, 

I I II I I I I I I I I I II I M II I III! I II I I III I I I II M I II I I I I! M Mill I I II 
Sbjct: 1441 agcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgttaatgcagagaaca 
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1500 



Query: 
Sbjct: 



15 31 aactctgtttagttgcaggggaagtttqqqatataccccaaaqtcctctaccccctcact 1590 

llllllTllllTllTll T T T T 1 1 T 1 1 1 TTT 1 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1501 aactctgtttagttgcaggggaagtttgggatataccccaaagtcctctaccccctcact 1560 



Query: 1591 tttatggccctttccctagatatactgcgqqatctctccttaqqataaagaqttgctgtt 1650 

IMMIII lllTlllllllllTniMIIIIIIMTTlllMllllllllTll _ 

sbjct: 1561 tttatggccctttccctagatatactgcgggatctctccttaggataaagagttgctgtt 1620 



Query: 
Sbjct: 



1651 gaagttgtatatttttgatcaatatatttgqaaattaaagtttctqacttt 1701 
TIITIMMIIIIIIITIIIMMIIIIIMIMIIMITMIIITIM _ 
1621 gaagttgtatatttttgatcaatatatttggaaattaaagtttctgacttt 1671 



>.QlLim94201^bjMl38795.,21i 
complete sequence 
Length = 132823 



Human DNA sequence from clone RP4-790G17 on chromosome lq21.1- 



Score = 948 bits (478), Expect = 0.0 
Identities = 483/485 (99%) 
Strand = Plus / Plus 



Query: 
Sbjct: 



1217 ggaagaagaggctggaaaaccgaaaqagtgtqgtcttcacctcagcacaagccacgactg 1276 

TTIIIMIITTIITIIIIII TllMlTT I Ml 1 1 1 111 1 1 1 1 1 1 II 7oo ^ 

78784 ggaagaagaggctggaaaaccgaaagagtgtggtcttcacctcagcacaagccacgactg 78843 



Query: 
sbjct: 



1277 aggcataaattccttctcagataccatggatgtggatgacttcccttcatqcctatcagg 1336 

IMMIMIMMMMIMIMMMMIIMM 7onno 
78844 aggcataaattccttctcagataccatggatgtggatgacttcccttcatgcctatcagg 78903 



Query: 1337 aagcctctaaaatggggtgtaggatctggccagaaacactqtaqgaqtagtaaqcaqatq 1396 

1 1 T 1 1 1 1 i 1 1 1 1 1 TTTT I T 1 1 TT M I Mil I III M 1 1 Mil I II Ml III I Ml III M 7on „ 

Sbjct: 78904 aagcctctaaaatggggtgtaggatctggccagaaacactgtaggagtagtaagcagatg 78963 
Query: 1397 tcctccttcccctggacatctcttagagaggaatgqacccaqqctgtcattccaggaaga 1456 

I II 1 1 1 1 1 1 1 1 1 ITTI 1 1 1 1 1 1 1 1 T 1 1 1 1 T 1 1 1 TT 1 1 1 1 1 TT 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I 7oa „ 

Sbjct: 78964 tcctccttcccctggacatctcctagagaggaatggacccaggctgtcattccaggaaga 79023 



Query: 
Sbjct: 



1457 actgcagagccttcagcctctccaaacatqtaggaggaaatgaqqaaatcgctgtgttqt 1516 

MIIMIITMIIMIMMMMMMMMMMM TTIMMTIITIMMI 7nAoo 

79024 actgcagagccttcagcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgt 79083 



Query: 
Sbjct: 



1517 taatgcagagancaaactctgtttagttgcagggqaaqtttqgqatataccccaaaqtcc 1576 

II Ml I 111 II MMMMTIMMIMI I ill II II II ITITI 1 1 1 1 II 1 1 1 Mil 1 1 
79084 taatgcagagaacaaactctgtttagttgcaggggaagtttgggatataccccaaagtcc 79143 



Query: 1577 tctaccccctcacttttatggccctttccctaqatatactqcqgqatctctccttaggat 1636 

1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 T T 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 1 T I TTT i i i i i mm 

Sbjct: 79144 tctaccccctcacttttatggccctttccctagatatactgcgggatctctccttaggat 79203 



Query: 
sbjct: 



1637 aaagagttgctgttgaagttgtatatttttgatcaatatatttggaaattaaagtttctg 1696 
MITMMTMTMTMTMT WM 

79204 aaagagttgctgttgaagttgtatatttttgatcaatatatttggaaattaaagtttctg 79263 



1697 



acttt 1701 

Mill 
79264 acttt 79268 



Query: 
Sbjct: 

http://www.ncbi. nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4, 



Score = 648 bits (327), Expect =0.0 
Identities = 327/327 (100%) 
Strand = Plus / Plus 

Query: 1 gaqactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgqqq 60 

T I T 1 1 1 T 1 1 T I T TT ITIIIIITITITI T TT 1 1 1 ITITTI 111 I ITITI 1 1 111 1 1 1 T TT T 

Sbjct: 72046 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 72105 

Query: 61 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

MINIMUM I 1 1 1 1 I } 1 1 1 1 I I I 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 T 1 I 1 1 III _ p 
Sbjct: 72106 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 72165 

Query: 121 qacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 

TlllTlllTlTllTlMlTMIIIIM 

Sbjct: 72166 gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 72225 

Query: 181 tctctctcactcctccctccctctctctctgcctqtcctaqtcctctaqtcctcaaattc 240 

illllllllMIIIMIIIIIIIillllllTMlTlllllTlllllllTlllMIMIII _ or 
Sbjct: 72226 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 72285 

Query: 241 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctqctqgagqtg 300 

llllilllllTllIilllllllTiTlIIIIIlIIIIIIIIIlTlllllllTilTTilTll 

Sbjct: 72286 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 72345 
Query: 301 atttgqatcctqqctqcaqatqqqqqt 327 

1 1 1 1 T T 1 1 1 1 1 T T i I T 1 1 T 1 1 TT TT T I 

Sbjct: 72346 atttggatcctggctgcagatgggggt 72372 



Score = 359 bits (181), Expect = le-95 
Identities = 181/181 (100%) 
Strand = Plus / Plus 

Query: 346 ggcccacatggtcaggaccattqgccagcctcttaccctgagtgtggaaacaatqcccag 405 

ITIIIIIIIITIIIIIIIIMITTIIIIIIII IIIIITITTIIIIIIITIIIII m o 

Sbjct: 75649 ggcccacatggtcaggaccattggccagcctcttaccctgagtgtggaaacaatgcccag 75708 
Query: 406 tcgcccatcgatattcagacagacagtgtgacatttqaccctqatttgcctqctctgcag 465 

IITIIMIIIIIIIIMIIIIIIIITITITIIIIIMIIIIITMNIIIIT _ o 
Sbjct: 75709 tcgcccatcgatattcagacagacagtgtgacatttgaccctgatttgcctgctctgcag 75768 

Query: 466 ccccacggatatgaccagcctggcaccgagcctttqqacctqcacaacaatgqccacaca 525 

1 1 1 1 1 1 T T I i i i T 1 1 1 1 T I i I T T 1 1 1 1 T i T 1 1 1 1 1 T T 1 1 1 1 T 1 1 1 1 i f i 1 1 TT i 1 1 1 1 1 1 

Sbjct: 75769 ccccacggatatgaccagcctggcaccgagcctttggacctgcacaacaatggccacaca 75828 

Query: 526 g 526 
Sbjct: 75829 g 75829 



Score = 317 bits (160), Expect = 4e-83 
Identities = 160/160 (100%) 
Strand = Plus / Plus 

Query: 831 agatcagaagacctcagtgcctcccttcaacctaagagagctgctccccaaacagctgqq 890 

millTllTllllllTlM 
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 
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Sbjct: 77231 agatcagaagacctcagtgcctcccttcaacctaagagagctgctccccaaacagctggg 77290 



Query: 891 gcagtacttccgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctg 950 

II III 1 1 1 1 IN IMI Ml 1 1 1 II I II I MM I II 1 1 II II III 1 1 1 II Ml 1 1 1 1 1 1 1 I 
Sbjct: 77291 gcagtacttccgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctg 77350 

Query: 951 gacagttttttatagaaggtcccagatttcaatggaacag 990 

TillTllllllIllTllTTlllllTlillllllTTllIlT 

Sbjct: 77351 gacagttttttatagaaggtcccagatttcaatggaacag 77390 



Score = 293 bits (148), Expect = 6e-76 
Identities = 148/148 (100%) 
Strand = Plus / Plus 

Query : 522 cacagtgcaactctctctgccctctaccctgtatctgqqtggacttccccgaaaatatgt 581 

II II I II II I II M 1 1 Ml Ml M I M Mill IM II II III II Mill MM M 1 1 II I 
Sbjct: 76344 cacagtgcaactctctctgccctctaccctgtatctgggtggacttccccgaaaatatgt 76403 

Query: 582 agctgcccagctccacctgcactggggtcagaaaggatccccaggggggtcaqaacacca 641 

iTllTllllTllllllllTllll TTTT 1 1 1 T 1 1 1 TT 1 1 1 1 1 1 1 TT T TTT lllTlllllll 

Sbjct: 76404 agctgcccagctccacctgcactggggtcagaaaggatccccaggggggtcagaacacca 76463 
Query: 642 qatcaacagtgaagccacatttgcagag 669 

TIIIMIITITMIMIIIIIITIITIT 

Sbjct: 76464 gatcaacagtgaagccacatttgcagag 76491 



Score = 246 bits (124), Expect = le-61 
Identities = 124/124 (100%) 
Strand = Plus / Plus 

Query: 988 cagctggaaaagcttcaggggacattgttctccacagaaqaggagccctctaagcttctg 1047 

i I I I II! I I I I I I I I I ITT! I I I I I I I I I I I I I I I I I I III I I II 1 1 I I I 1 1 I f I I I I I I 
Sbjct: 77487 cagctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctg 77546 

Query: 1048 gtacagaactaccgagcccttcagcctctcaatcaqcgcatqqtctttqcttctttcatc 1107 

TlliiTlllllllTlTllllIilTlllllilllllTlTlll T T 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 77547 gtacagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatc 77606 

Query: 1108 caag 1111 
I I I I 

Sbjct: 77607 caag 77610 



Score = 198 bits (100), Expect = 3e-47 
Identities = 100/100 (100%) 
Strand = Plus / Plus 

Query: 668 agctccacattgtacattatgactctgattcctatgacaqcttqagtgaggctqctgaga 727 

ITIIIIIIIIITIIIMMITIMMTIIIIIMIIIMTIMIITMITIIIT 

Sbjct: 76714 agctccacattgtacattatgactctgattcctatgacagcttgagtgaggctgctgaga 76773 
Query: 728 ggcctcagggcctggctgtcctgggcatcctaattgaggt 767 

T T 1 1 1 1 1 TTT 1 1 1 TT 1 1 1 1 1 1 ! TTT 1 1 1 1 M 1 1 1 1 T I TT I 

Sbjct: 76774 ggcctcagggcctggctgtcctgggcatcctaattgaggt 76813 



http : //www . neb i . nl m . nih . gov/b 1 as t/B 1 ast . cgi 



RID=1090847205-14412-74977656591.BLASTQ4, Page 16 of 20 

Score = 176 bits (89), Expect = le-40 
Identities = 89/89 (100%) 

-Strand Plus -/ Plus— 



Query: 1130 caggtgaaatgctgagtctaggtgtaggaatcttggttqgctqtctctqccttctcctqq 1189 

I ITT III 1 1 III I T I T 1 1 i I TT I T 1 1 IT 1 1 ! 1 1 1 T T 1 1 T T 1 1 T 1 1 1 1 1 T 1 1 1 1 1 1 1 1 i XT 

Sbjct: 77982 caggtgaaatgctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctgg 78041 

Query: 1190 ctgtttatttcattgctagaaagattcgg 1218 

I I I M 1 1 1 1 Ml II II I II I II III II II 
Sbjct: 78042 ctgtttatttcattgctagaaagattcgg 78070 



Score = 137 bits (69), Expect = 9e-29 
Identities = 69/69 (100%) 
Strand = Plus / Plus 

Query: 764 aqqtggqtgaqactaagaatatagcttatgaacacattctgagtcacttgcatgaagtca 823 

MM 1111111111 IMIIIIIimilMII MM I llllllllll III 

Sbjct: 76993 aggtgggtgagactaagaatatagcttatgaacacattctgagtcacttgcatgaagtca 77052 

Query: 824 ggcataaag 832 

MINIMI 
Sbjct: 77053 ggcataaag 77061 



Score = 50.1 bits (25), Expect = 0.016 
Identities = 25/25 (100%) 
Strand = Plus / Plus 



Query: 1110 agcaggatcctcgtataccacaggt 1134 

MM I II II I II Mill II III II I 
sbjct: 77848 agcaggatcctcgtataccacaggt 77872 



Score = 46.1 bits (23), Expect = 0.25 
Identities = 23/23 (100%) 
Strand = Plus / Plus 



Query: 325 ggtcaacactggacgtatgaggg 347 

T T 1 1 1 f 1 1 1 1 T T 1 1 T 1 1 1 T I TT T 

Sbjct: 74337 ggtcaacactggacgtatgaggg 74359 



>qi j 28422259 1 qb 1 BC046995 . 1 1 @M Mus musculus carbonic anhydrase 14, mRNA (cDNA clone MGC:5468C 
IMAGE : 6491779) , complete cds 
Length = 1654 

Score = 805 bits (406), Expect =0.0 
Identities « 844/990 (85%) 
Strand = Plus / Plus 

Query: 270 tatgttgttctccgccctcctgctggaqgtgatttqgatcctqqctqcagatgggggtca 329 

iiiiiiiiiii ill Mini i mm mTTmimmmTimimmTiim 

Sbjct: 247 tatgttgttcttcgctctcctgttaaaggtgacttggatcctggctgcagatgggggtca 306 
Query: 330 acactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtg 389 

NINTH Mill TTllllll ITIMNMIMITTIM II Mill 1 1 1 T 1 1 1 T 

Sbjct: 307 ccactggacatatgaaggcccacacggtcaggaccattggccaacctcttatcctgagtg 366 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4, 

Query: 390 tggaaacaatgcccagtcgcccatcgatattcagacaqacaqtgtgacatttgaccctga 449 

Mil I I I l l 1 1 1 1 1 1— 1 1 i-i 1 1 - 1 1 1 1 i-l I T 1 1 ill i l l l- 1 1 i-i-i i-i i i — i_i — - 

Sbjct: 367 tggaggcgatgcccagtcccccatcaatatccagacagacagtgtgatatttgaccccga 426 
Query: 450 tttgcctgctctgcagccccacggatatgaccagcctgqcaccgagcctttggacctgca 509 

I ITIIIIII I MINIM 1 1 1 1 1 1 1 1 1 1 1 1 1 ITT II IIIIIIIITII II II 

Sbjct: 427 tctgcctgctgtacagccccatggatatgaccagcttgggactgagcctttggatctaca 486 

Query: 510 caacaatggccacacagtgcaactctctctgccctctaccctgtatctgqgtggacttcc 569 
III 1 1 i T T 1 1 1 IIITIMI II II MINI I MINT I 1 1 ITT I TT I i I II 

Sbjct: 487 caataatggccatacagtgcagctttccctgcccccaaccctgcacctgggtggactgcc 546 

Query: 570 ccgaaaatatgtagctgcccagctccacctqcactggggtcaqaaaggatccccagggqg 629 

MINIMI III 1 1 1 1 ! T 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 ! ! 1 1 1 T I llTlllll I III _ 
Sbjct: 547 ccgaaaatacacagcagcccagctccacctgcactggggtcagagaggatccctcgaggg 606 

Query: 630 gtcagaacaccagatcaacagtgaagccacatttqcaqagctccacattqtacattatqa 689 

Mill IMIMMIIMMMMIMII Ml TIMIIMI Mill Mill 

Sbjct: 607 atcagagcaccagatcaacagtgaagccacggctgcggagctccacgtggttcactatga 666 



Query: 690 ctctgattcctatgacagcttgagtgaqgctgctgagagqcctcaqqqcctqgctqtcct 749 

III I Mill MTMITITITITTI Til Ml Til I Mill I Mil Ml M I 

Sbjct: 667 ctcccagtcctacagcagcttgagtgaggcagctcagaagccacagggcctggctgtcct 726 



Query: 750 qqqcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctqagtca 809 

MINIM MNITINN 1 1 T 1 1 1 Nlll INIIINI NNNININI _ 

Sbjct: 727 aggcatcctcattgaggtgggcgagactgagaatccagcttatgatcacattctgagtcg 786 
Query: 810 cttgcatgaagtcaggcataaagatcaqaagacctcagtqcctcccttcaacctaaqaqa 869 

I II IT 1 1 I IT I NITNINININN TITNININN I I Nlll 

Sbjct: 787 tctacatgaaataagatacaaagatcagaagacctctgtgcctcccttcagcgtgagaga 846 
Query: 870 qctqctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccc 929 

I ii i i ii 1 1 ii 1 1 1 1 in in i ii 1 1 ii i nil i mm ii 

Sbjct: 847 gctgttcccccaacagctggagcaattcttccgctacaacggctcactcacaactccccc 906 
Query: 930 ttgctaccagagtgtgctctggacagttttttatagaaqqtcccagatttcaatqqaaca 989 

NNINNNINTINNTIINI II I mill 1 1 II I II 1 1 1 N ITT III 

Sbjct: 907 ctgctaccagagtgtgctctggacagtcttcaacagaagggcccagatttcaatgggaca 966 
Query: 990 gctggaaaagcttcaggggacattgttctccacaqaagagqagccctctaaqcttctggt 1049 

T 111 I IT II 1 1 TT T 1 1 1 1 1 T I III 1 1 1 T 1 1 T I TT I III III 111 II 11 _ 

Sbjct: 967 gttagagaagctccaggagacattgtcctctacagaagaggacccctctgagccccttgt 1026 
Query: 1050 acagaactaccgagcccttcagcctctcaatcaqcgcatggtctttqcttctttcatcca 1109 

NiTiiNN Til ii NTiiiNNi Nlll mil ill iiiiiiiiiii _ 

Sbjct: 1027 acagaactacagagtcccccagcctctcaaccagaggaccatctttgcttctttcatcca 1086 
Query: 1110 agcaggatcctcgtataccacaggtgaaatgctgaqtctaqqtgtaggaatcttgqttgq 1169 

ITIITTI I INNININT II MINI T 1 1 II IT 1 1 1 I T I i 1 1 1 1 T T 111 

Sbjct: 1087 agcaggaccactgtataccacaggagagatgctgggtctaggtgtgggaatcttggctgg 1146 
Query: 1170 ctgtctctgccttctcctggctgtttatttcattgctagaaagattcggaaqaagagqct 1229 

Mill ITIIIIII IITTIITIIIIIIIIN III III III IT 1 1 T 1 1 T Nil 

Sbjct: 1147 atgtctttgccttctgctggctgtttatttcatcgctcaaaaaattaggaagaagcggct 1206 



Query: 1230 ggaaaaccgaaagagtgtggtcttcacctc 1259 
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



RID= 1090847205- 144 1 2-749776565 9 1 BLASTQ4, 

II 1 1 1 1 I II MINIM MINIM 
Sbjct: 1207 gggaaacaggaaaagtgtggttttcacctc 
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1236 



>fli 16753263] reflNM_.011797.jlI 
Length = 1624 



Mus musculus carbonic anhydrase 14 (Carl4), mRNA 



Score = 805 bits (406), Expect = 0.0 
Identities = 844/990 (85%) 
Strand = Plus / Plus 



Query: 


l/K) 


Sbjct: 


265 


Query: 


550 


Sbjct: 


325 


Query: 


390 


sbjct: 


385 


Query: 


450 


sbjct: 


445 


Query: 


510 


Sbjct: 


505 


Query: 


570 


Sbjct: 


565 


Query: 


630 


Sbjct: 


625 


Query: 


690 


Sbjct: 


685 


Query: 


750 


Sbjct: 


745 


Query: 


810 


Sbjct: 


805 


Query: 


870 


sbjct: 


865 


Query: 


930 


Sbjct: 


925 



tatgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtca 329 

1 1 1 1 M I M I I III Mill! I MUM IITIIIIIITIIIIIIIIIIIIIIIII 
tatgttgttcttcgctctcctgttaaaggtgacttggatcctggctgcagatgggggtca 324 



acactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtg 

IIIITTII Mill TTIIIIII T T 1 1 1 T T 1 1 1 1 f I TT 1 1 1 1 1 1 1 1 1 1 IIITITIT 

ccactggacatatgaaggcccacacggtcaggaccattggccaacctcttatcctgagtg 



389 
384 



tggaaacaatgcccagtcgcccatcgatattcagacagacagtgtqacatttgaccctga 449 

nil i Minimi Mini mm immmimmmm immimi m aaa 

tggaggcgatgcccagtcccccatcaatatccagacagacagtgtgatatttgaccccga 444 

tttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttgqacctgca 509 

I Mill III I IMMIII 111 1 1 1 1 II I Ml III II 11111111111 II II pnj 
tctgcctgctgtacagccccatggatatgaccagcttgggactgagcctttggatctaca 504 

caacaatggccacacagtgcaactctctctgccctctaccctqtatctqqqtqgacttcc 569 

III IIITTIII 1 1 ITITI I II II I IT 1 1 1 I MINT I MlTTlTlIM II cca 

caataatggccatacagtgcagctttccctgcccccaaccctgcacctgggtggactgcc 564 
ccgaaaatatgtagctgcccagctccacctgcactqgqgtcagaaaggatccccaqgggg 629 

I IT 1 1 1 1 1 1 III 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 1 1 TTT 1 1 1 1 T I I TT 1 1 1 1 1 1 111 ^ a 

ccgaaaatacacagcagcccagctccacctgcactggggtcagagaggatccctcgaggg 624 
gtcagaacaccagatcaacagtgaagccacatttqcagagctccacattqtacattatga 689 

Mill T 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 1 111 TITIIMM I II II Mill oa 

atcagagcaccagatcaacagtgaagccacggctgcggagctccacgtggttcactatga 684 
ctctgattcctatgacagcttgagtgaggctqctgagagqcctcaqgqcctqqctqtcct 749 

III I Mill IITIIITITITITTI Til Ml Til 1 1 TTT 1 1 ITT I IT 1 1 M nAA 

ctcccagtcctacagcagcttgagtgaggcagctcagaagccacagggcctggctgtcct 744 
gggcatcctaattgaggtgggtgagactaagaatatagcttatqaacacattctqagtca 809 

TTIIIIII 1 1 1 T I TT I TTT I Mill MIIIIMI 1 1 1 1 1 1 1 mil I on>i 

aggcatcctcattgaggtgggcgagactgagaatccagcttatgatcacattctgagtcg 804 
cttgcatgaagtcaggcataaagatcagaagacctcaqtqcctcccttcaacctaagaqa 869 

I 1 1 IT 1 1 I IT I MIIMMTIMMIM TMMMMIMI I I Mill 

tctacatgaaataagatacaaagatcagaagacctctgtgcctcccttcagcgtgagaga 864 
gctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccc 929 

I II I I II II 1 1 III II 11 1 1 1 I 1 1 II M M II 1 1 III 1 1 II I II 1 1 1 1 1 1 1 II 

gctgttcccccaacagctggagcaattcttccgctacaacggctcactcacaactccccc 924 
ttgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaaca 989 

IT 1 1 1 1 1 111 Ml 111 1 1 ITT 1 1 111 II I IT 1 1 TT 1 1 1 111 1 1 1 1 1 1 111 III 

ctgctaccagagtgtgctctggacagtcttcaacagaagggcccagatttcaatgggaca 984 



http://www.ncbi.nlm. nih.gov/blast/Blast.cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4 J 

Query: 990 gctggaaaagcttcaggggacattgttctccacagaagaqgagccctctaagcttctggt 1049 

1 | y t4 I IT 1 1 1 1 1 1 Till l-M-l ll-l 1 1 1 J I l-Wll- -IN I I I I T I — N- M— 

Sbjct: 985 gttagagaagctccaggagacattgtcctctacagaagaggacccctctgagccccttgt 1044 



Query: 1050 acagaactaccgagcccttcagcctctcaatcaqcgcatggtctttgcttctttcatcca 1109 

IINIINN Til II I IT M 1 1 II M III MINIMI I 

Sbjct: 1045 acagaactacagagtcccccagcctctcaaccagaggaccatctttgcttctttcatcca 1104 



Query: 1110 agcaggatcctcgtataccacaggtgaaatgctgaqtctaqgtqtaqgaatcttggttqq 1169 

I T I ITTI I T 1 1 1 1 1 1 1 1 1 TT 11 IITIIT TINITTITI TTIIINITT III _ 

Sbjct: 1105 agcaggaccactgtataccacaggagagatgctgggtctaggtgtgggaatcttggctgg 1164 
Query: 1170 ctgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggct 1229 

lllll llllllll IIITIINIIIMIIN III III III TTllTllT Till _ 

sbjct: 1165 atgtctttgccttctgctggctgtttatttcatcgctcaaaaaattaggaagaagcggct 1224 

Query: 1230 ggaaaaccgaaagagtgtggtcttcacctc 1259 

II INI I II MINN llllllll 
Sbjct: 1225 gggaaacaggaaaagtgtggttttcacctc 1254 



>gi 1 5030907 1 dbj ] AB00i4.50, 11 HI 
Length = 1624 

Score = 805 bits (406), Expect 
Identities = 844/990 (85%) 
strand = Plus / Plus 



Mus musculus mRNA for CA XIV, complete cds 



= 0.0 



Query: 


270 


Sbjct: 


265 


Query: 


330 


Sbjct: 


325 


Query: 


390 


Sbjct: 


385 


Query: 


450 


Sbjct: 


445 


Query: 


510 


Sbjct: 


505 


Query: 


570 


sbjct: 


565 


Query: 


630 


Sbjct: 


625 


Query: 


690 



tatqttgttctccgccctcctgctggaggtgatttgqatcctggctgcagatgggggtca 329 

IIITIIT Tl MINI I 1 1 1 1 1 1 lllTlimilllTlimTTTlllll 

tatgttgttcttcgctctcctgttaaaggtgacttggatcctggctgcagatgggggtca 324 
acactggacgtatgagggcccacatgqtcaqgaccattggccagcctcttaccctgagtg 389 

1 1 1 ITTI III I T ■ TT I lllll NNITINNNINN lllllll NINTH _ 

ccactggacatatgaaggcccacacggtcaggaccattggccaacctcttatcctgagtg 384 
tggaaacaatgcccagtcgcccatcgatattcagacaqacagtqtgacatttgaccctqa 449 

ITTI I I III 1 1 III I II 1 1 1 1 I II I NINNINTNITI INITINI 11 aaa 

tggaggcgatgcccagtcccccatcaatatccagacagacagtgtgatatttgaccccga 444 
tttgcctgctctgcagccccacggatatgaccagcctqgcaccgagcctttggacctgca 509 

I I T 1 1 1 1 1 1 I llllllll TINNNNNI III II III llllllll II II cnA 

tctgcctgctgtacagccccatggatatgaccagcttgggactgagcctttggatctaca 504 



caacaatggccacacagtgcaactctctctgccctctaccctgtatctggqtqgacttcc 

III llllllll ! 1 1 1 1 1 1 1 II N llllll I llllll I 1 1 1 1 T I T 1 1 1 1 II 

caataatggccatacagtgcagctttccctgcccccaaccctgcacctgggtggactgcc 



569 
564 



629 



ccgaaaatatgtagctgcccagctccacctqcactgqggtcagaaaggatccccaqgqgg 

NNIIIII Ml T 1 1 1 1 T 1 1 M 1 1 1 IT I M NTT I llllll Till _ 

ccgaaaatacacagcagcccagctccacctgcactggggtcagagaggatccctcgaggg 624 
gtcagaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatga 689 

lllll NNITNNNNNINIIN III Tl 1 1 1 II 1 1 I II II I INI coa 

atcagagcaccagatcaacagtgaagccacggctgcggagctccacgtggttcactatga 684 
ctctgattcctatgacagcttgagtgaggctqctgaqaggcctcagggcctggctgtcct 749 

III I lllll IITIIITITITITTI Til 111 Til 1 1 T TT I INT INI 1 1 1 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



RID=1090847205-14412-74977656591.BLASTQ4, 

Sbjct: 685 ctcccagtcctacagcagcttgagtgaggcagctcagaagccacagggcctggctgtcct 744 
Query: 750 gggcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtca 809 

TllIMM IIITITIIITI Tlllll Mill MIIIMM llllllllllTll 

Sbjct: 745 aggcatcctcattgaggtgggcgagactgagaatccagcttatgatcacattctgagtcg 804 
Query: 810 cttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagaga 869 

I 1 1 1 T 1 1 I IT I MMMIMIMIMM Till 1 1 1 1 1 1 1 1 1 I I Mill 

Sbjct: 805 tctacatgaaataagatacaaagatcagaagacctctgtgcctcccttcagcgtgagaga 864 

Query: 870 gctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccc 929 

1 1 1 1 1 1 1 f I 1 1 1 1 1 1 1 1 T T 1 1 I MINIMUM Mill 1 1 1 II I 1 1 1 1 1 1 1 I 
Sbjct: 865 gctgttcccccaacagctggagcaattcttccgctacaacggctcactcacaactccccc 924 

Query: 930 ttgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaaca 989 

MIIMMTMMMMMTTMMI II I ITIITI 1 1 1 III 1 1 1 1 H 1 1 1 III 

Sbjct: 925 ctgctaccagagtgtgctctggacagtcttcaacagaagggcccagatttcaatgggaca 984 
Query: 990 gctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctgqt 1049 

T I II Mill I ITT TllIMM III MMIMMTI MUM Ml II 11 

Sbjct: 985 gttagagaagctccaggagacattgtcctctacagaagaggacccctctgagccccttgt 1044 

Query: 1050 acagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatcca 1109 

I I I I II I I I I Til II MTIMIMM III I I IMMTIMMMIMMI 
Sbjct: 1045 acagaactacagagtcccccagcctctcaaccagaggaccatctttgcttctttcatcca 1104 

Query: 1110 agcaggatcctcgtataccacaggtgaaatgctgagtctaggtqtaqqaatcttqgttgq 1169 

ITIITTI I II 1 1 1 II 1 1 ITT Tl IMIIT TIIIIMMI III 1 1 1 II II 111 

Sbjct: 1105 agcaggaccactgtataccacaggagagatgctgggtctaggtgtgggaatcttggctgg 1164 



Query: 
Sbjct: 



1170 ctgtctctgccttctcctggctgtttatttcattgctagaaagattcggaaqaaqagqct 1229 

Mill llllllll M I M 1 1 1 1 1 1 1 1! 1 1 1 III III Ml MIMIM MM 
1165 atgtctttgccttctgctggctgtttatttcatcgctcaaaaaattaggaagaagcggct 1224 



Query: 1230 ggaaaaccgaaagagtgtggtcttcacctc 1259 

11 MM I II II II Mil llllllll 
Sbjct: 1225 gggaaacaggaaaagtgtggttttcacctc 1254 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



RID=1090846848-9882-94929398706.BLASTQ4, Page 3 of 4 



^ >gi J 6912284.1 ref ! NP T . f 036245 .11 carbonic anhydrase XIV precursor; carbonic dehydratase [Homo 
sapiens]- — 

qi j 8928036 1 sp I Q9U LX7 1 CAHE^HUMAN H Carbonic anhydrase XIV precursor (Carbonate dehydratase XI\ 
(CA-XIV) (UNQ690/PRO1335) 

qi i 6009640 1 dbj I BAA8SQ62, A 1J, H carbonic anhydrase 14 [Homo sapiens] 

flLUlZMZZ^ pi Carbonic anhydrase XIV, precursor [Homo sapiens] 

gi 137182500 |gb J AAQ89052 > 1 [ H CA14 [Homo sapiens] 
Length = 337 

Score = 682 bits (1760), Expect = 0.0 

Identities = 337/337 (100%), Positives = 337/337 (100%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 
Sbjct: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

Query: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 
Sbjct: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

Query: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 
Sbjct: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

Query: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 
Sbjct: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

Query: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 
Sbjct: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

Query: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 
Sbjct: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 



C >qi [227604221 dbj 1BAC11191.1I H unnamed protein product [Homo sapiens] 
Length = 337 

Score = 681 bits (1756), Expect =0.0 

Identities = 336/337 (99%), Positives = 336/337 (99%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 
Sbjct: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

Query: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 
Sbjct: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

Query: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 
Sbjct: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

Query: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQ 240 

LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWT FYRRSQISMEQ 
Sbjct: 181 LHEVRHKDQKTSVPPFNLRELLPKQLGQYFRYNGSLTTPPCYQSVLWTAFYRRSQISMEQ 240 

Query: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 
Sbjct: 241 LEKLQGTLFSTEEEPSKLLVQNYRALQPLNQRMVFASFIQAGSSYTTGEMLSLGVGILVG 300 

Query: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

CLCLLL AVYFIARKI RKKRL EN RKSWFTS AQATTEA 
Sbjct: 301 CLCLLLAVYFIARKI RKKRL EN RKSWFTS AQATTEA 337 
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1 1 III 1 1 III I M III Mill Mill Ml M II II 1 1! Ml Ml II Ml I III! II II II 
Sbjct: 1000 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1059 

Query: 1021 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

I M 1 1 I II III II I II III II IMIIIIMMill I II III IIMI III I MM II II ^ 
Sbjct: 1060 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 

Query: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

I I II I II IM I II I 111 M M I II II I III 1 1 MM 1 1 MMI I II IM MIIMI I M I 
Sbjct: 1120 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 

Query: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

IITITIIII T T I T ■ 1 T T 1 1 1 1 1 1 T T 1 1 TT llTlllllTlllllllll TT IITIIIIIIII 

Sbjct: 1180 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 
Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

lllTlllTllllllllTlllTim 

Sbjct: 1240 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 
Query: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TllllllllllTlllimillllllllllM 

Sbjct: 1300 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 
Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactqtag 1380 

IIIIIITIIIIIIITTIITIIIIIIIIIIMTTITIITT 

Sbjct: 1360 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 
Query: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttaqagaggaatggacccaqqc 1440 

TlTlllllllllTllTlllllllllllllTTlllllll IITIIIIIIIIIIIIIIITTI 

Sbjct: 1420 gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 
Query: 1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatqtaggaqqaaatqaq 1500 

ITIIIIMIIIIMTIIMTIITITIIMIITIIIIIIIIIIIIII 

Sbjct: 1480 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 
Query: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttqcaggqgaaqtttggg 1560 

TlllllTllTlTllTllllllllTlTl 1 1 1 1 1 1 1 111 1 1 1 1 1 III iTTTTl I II I 111 I p 

Sbjct: 1540 gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 

Query: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

I MM Mill Mill IM IIMIIM IM I IIMIII MM IMI I MIMIII I II 111 
Sbjct: 1600 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

T 1 1 1 1 1 1 1 1 1 1 1 T T lllllTlTllTllTliTilTllTllllllillTllllllllllllT 

Sbjct: 1660 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 

Query: 1681 gaaattaaagtttctgacttt 1701 

II I II II Mill I 1 1 II I II I 
Sbjct: 1720 gaaattaaagtttctgacttt 1740 

>gi 16009639 [dbijAB02 5904. 1 [ Hilll Homo sapiens mRNA for carbonic anhydrase 14, complete cds 
Length = 1757 

Score = 3350 bits (1690), Expect = 0.0 
Identities o 1698/1701 (99%) 
Strand = Plus / Plus 
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Query . 




sbjct: 


40 


Alio Kt\ / ■ 

i^uc ry . 


A1 

01 


Sbjct: 


100 


Query : 




Sbjct: 


160 


Query . 


1(51 


Sbjct: 


220 


Query . 


0 A1 
J. 


sbjct: 


280 


Query. 




sbjct: 


340 


Query . 


3£ 1 


Sbjct: 


400 


Query: 


1 

4Z 1 


sbjct: 


460 


Query: 


4ol 


Sbjct: 


520 


Query: 


C A 1 


Sbjct: 


580 


Query: 


OUJ. 


Sbjct: 


640 


Query : 


DDI 


Sbjct: 


700 


Query. 


701 


Sbjct: 


760 


Query : 


701 

/ol 






Query: 


841 



^a^actgca^ 



60 



gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 99 

atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

I I I I I I I I I I I I II !l 1 I I I I I I I I I I M MM II I I 1 1 1 1 I II 1 1 1 I i 1 1 I I I I i I I 
atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 159 

gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 

T 1 1 ! T 1 1 1 T I llTllTlTlllMlllllllllTlliniTlllTlllTlllllllllll 

gacagcaagaaaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 219 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

I I I I I I I I M I I I I I I I I I I I I I I M I I I 11 I I II I M I I I I I i I I I I I I I I I I M I I I I 
tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 279 

ccagtcccctgcaccccttcctgggacactatqttgttctccgccctcctgctggaggtg 300 

IIIIIIMIIIIIIIIIIMIlTlllllllllTMTMIIIMIIIIIMIIIMlTTll 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 339 
atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 360 

III! T T 1 1 1 1 1 TT 1 1 T 1 1 T 1 1 T TTTT 1 1 1 1 1 1 1 1 TT 1 1 T 1 1 1 T I TTT 1 1 1 1 i 1 1 T T 1 1 1 T 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 399 
qaccattgqccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

TllllimillTlllllllllU 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 459 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcaqccccacgqatatgac 480 

IIIIIIIIMTlTlTlllMiTlllllTllllTlllTllIlT 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 519 
cagcctgqcaccqagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

MMIMMMIMMIMlTTMMTllMMnMMMMMTMMMMIIMM p _ 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 579 



Mill IMIIMIIIIlTMItTllllllliTllllMIIIIIIIIIIII lllillllll 



cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

1 1 1 1 TTTT 1 1 1 T 1 1 1 TT i 1 1 1 1 1 1 TTTTT T IllTlllllllTlIltlllTlTllTlllll 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 699 
tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

itiiiiTiTiiiiiiiiiTiiiiiiiiiiiiiiTiiiiiiiiiiiiTiiiTiTtii TT i I 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 759 
gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtggqtgaqactaaq 780 

iiiiiTiiTiiiiiTTTiiiTTiiiiiiiTTTiiiiiiiiiiTiTTiTTTiiiTiiiiiT 

gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 819 
aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

IIMIITIIIIITIIIIIIIIIIIITIIIM 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 879 



841 acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 
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Ml llllllllll lllllll I II Mill MIMIIMI llllllllllllllllllllll 
Sbjct: 880 acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 939 

Query: 901 cqctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

111 M I IN II II I II 1 1 IN II M 1 1 1 I M 1 1 III I III II 1 1 1 1 1 1 II II 1 1 I II I II 
Sbjct: 940 cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 999 

Query: 961 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1020 

Ml II I MllMMII Mil I M II MM 1 1 1 1 II I INN IMII M II I M 1 1 1 1 1 II 
Sbjct: 1000 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1059 

Query: 1021 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

1 1 1 T 1 1 T i TT l T 1 1 1 1 1 1 1 1 T 1 1 1 1 1 TT llllTlllllllTlTllIllllTllllllllI 

Sbjct: 1060 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 

Query: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

I 1 1 1 1 ! M I I I M ! I I 1 1 I I t I I I I I 1 I I I T I I 1 1 i I I 1 1 i I I I 1 1 1 1 1 1 1 1 i T 

Sbjct: 1120 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 

Query: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

MTlTllllTTlTMTTlllllim^ 

Sbjct: 1180 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 
Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

II III I IT Mill II I III IT III ITT I Mil I IIIITIIITITITITTIIIIIIIIIII 

Sbjct: 1240 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 
Query: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtqgatgacttcc 1320 

riiiiiTiiiiTiiiTi TT 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 1 T T iiTiTTiiTiiiiii 

Sbjct: 1300 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 
Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactqtaq 1380 

iiiiiiTiiiiiiiTTiiTiiiiiiiiii TTTT 1T1 1TT1 1 1 1TT1 1 1T1 1 1 1 i i ill IT 

Sbjct: 1360 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 
Query: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttagaqaggaatgqacccagqc 1440 

IITIITIIIMITIIIIIIIIIIIIIIIITTIIIIIII MIlTllMllTTlllllTTi _ 

Sbjct: 1420 gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 
Query: 1441 tqtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

i T i i i i i i i i TT iiTiiiiTiiTiTiiiiiiTiiiiiiiiiiiiiTii TT i TT i i i i T i 1 

Sbjct: 1480 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 
Query: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggq 1560 

Tim i iii it ill ill ii in i Mill i iiiiiiiTiiiiTiiTi iTTTTiiTiiiTTT 

Sbjct: 1540 gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 
Query: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactqcqq 1620 

1 1 ! 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 TT 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 1 1 1 1 T i TT 

Sbjct: 1600 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

Till Ml II II IMII I mTmIMMM Ml MIMIIMI III MM II lllllll M 
Sbjct: 1660 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 

Query: 1681 gaaattaaagtttctgacttt 1701 

II I I I II Mill II 111 II II 
Sbjct: 1720 gaaattaaagtttctgacttt 1740 
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